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1. Current Position at St. Jude

Full Member 09/2024-Present
Department of Epidemiology and Cancer Control (Primary)
Department of Computational Biology (Secondary)

2. Education and Training

BSc in Molecular Biology 07/1992
East China Normal University
Shanghai, China

MSc in Mathematical Computer Science 08/2000
University of lllinois at Chicago
Chicago, IL

PhD in Computational Biology and Bioinformatics 08/2013
George Mason University
Fairfax, VA

3. Summary of Key Accomplishments:

From 2005 to 2015, | established myself as an expert in cancer germline genetics during my tenure as
bioinformatics group leader in the Division of Cancer Epidemiology and Genetics (DCEG) at the National
Cancer Institute (NCI). One of my most impactful contributions to the field of cancer genetics is designing
the OncoArray for the Genetic Associations and Mechanisms in Oncology (GAME-ON) consortium in
2013, which led to a series of major publications around 2017.

| joined the St. Jude Children’s Research Hospital (SJCRH) in 2015 as a staff Bioinformatics Scientist in
the Department of Computational Biology to be a member of the leadership team of the St. Jude Lifetime
Cohort (SJLIFE, NCI U01 CA195547; MPI: Hudson/Ness) genomics initiative. In 2018, | led the ground-
breaking publication on genetic susceptibility to second cancers in Journal of Clinical Oncology and
followed with a second major paper on monogenic and polygenic risk to subsequent breast cancer in
Clinical Cancer Research. | was promoted to Associate Member of the faculty at SJCRH under the primary
appointment with the Department of Epidemiology and Cancer Control and the secondary appointment
with the Department of Computational Biology.

I’'m currently co-chairing the Genetics and Genomics Working Group for the Cancer Control and
Survivorship Program (CCSP) and a member in the Data Access Committee (DAC) for SJLIFE and
Childhood Cancer Survivor Study (CCSS; NCI U24 CA055727; Pl: Armstrong) expansion cohorts with



whole-genome sequencing (WGS) and whole-exome sequencing (WES) data available for ~8,000
participants. | have also overseen and am in the process of further expanding genetics and genomics
projects using multiple grants that | developed from the National Cancer Institute, V Foundation for Cancer
Research (DT2020-014), and SJCRH Comprehensive Cancer Center Developmental Funds Award (NCI
P30 CA021765) and have completed DNA methylation EPIC BeadChip scan for 4,000+ SJLIFE
participants at their baseline visits. Inspired by my colleague, Dr. Kirsten Ness, | expanded into aging
biomarker research on childhood cancer survivors who are experiencing acceleration of aging and
suffering from high burden of treatment- and aging- related chronic health conditions. Our successful
collaborations in clinical aging research have led to a series of high-impact publications. In 2022, | became
a member in the American Association of Cancer Research (AACR) Aging and Cancer Task Force and
was invited to deliver a lecture in the Meet-the-Expert Session during AACR 2023 Annual Meeting.

My independent research program focuses on three areas: 1) Genetic epidemiology of cancers, both
subsequent malignant neoplasms (SMNS) in long-term survivors and primary malignancies; 2) Biomarkers
of biological aging among survivors of childhood cancer; and 3) Omics-based mechanistic understanding
of late-effects. | have been an author on 210+ publications including many high-impact journals.

I'd like to highlight the following key publications:
Citations:

1. Wang Z, Wilson CL, John Easton, Thrasher A, Mulder H, Qi Liu, Hedges DJ, Wang S, Rusch M,
Edmonson M, Levy S, Lanctot JQ, Caron E, Shelton K, Currie K, Lear M, Patel A, Rosencrance
C, Shao Y, Vadodaria B, Yergeau D, Sapkota Y, Brooke RJ, Moon W, Rampersaud E, Ma X,
Chang TC, Rice SV, Pepper C, Zhou X, Chen X, Chen W, Jones A, Boone B, Ehrhardt MJ, Krasin
MJ, Howell RM, Phillips NS, Lewis C, Srivastava D, Pui CH, Kesserwan CA, Wu G, Nichols KE,
Downing JR, Hudson MM, Yasui Y, Robison LL, Zhang J. Genetic risk for subsequent neoplasms
among long-term survivors of childhood cancer. J Clin Oncol. 2018 Jul 10;36(20):2078-2087.
PMID: 29847298. Role: First author

2. Qin N, Wang Z, Liu Q, Song N, Wilson CL, Ehrhardt MJ, Shelton K, Easton J, Mulder H, Kennetz
D, Edmonson MN, Rusch MC, Downing JR, Hudson MM, Nichols KE, Zhang J, Robison LL, Yasui
Y. Pathogenic germline mutations in DNA repair genes in combination with cancer treatment
exposures and risk of subsequent neoplasms among long-term survivors of childhood cancer. J
Clin Oncol. 2020 Aug 20;38(24):2728-2740. PMID: 32496904. Role: Corresponding author

3. Plonski NM, Chen C, Dong Q, Song N, Shelton K, Finch E, Easton J, Mulder H, Zhang J, Neale
G, Walker E, Wang H, Krull KR, Ness KK, Hudson MM, Robison LL, Li Q, Williams AM, Wang Z.
Epigenetic age in peripheral blood among children, adolescent, and adult survivors of childhood
cancer. JAMA Netw Open. 2023 Apr 3;6(4):€2310325. PMID: 37115548. Role: Senior &
Corresponding author

4. Chen C, Qin N, Wang M, Dong Q, Tithi SS, Hui Y, Chen W, Wu G, Kennetz D, Edmonson MN,
Rusch MC, Thrasher A, Easton J, Mulder HL, Song N, Plonski NM, Shelton K, Im C, Ehrhardt MJ,
Nichols KE, Leisenring WM, Stratton KL, Howell R, Yasui Y, Bhatia S, Armstrong GT, Ness KK,
Hudson MM, Zhang J, Wang H, Srivastava DK, Robison LL, Wang Z. Cancer germline
predisposing variants and late mortality from subsequent malignant neoplasms among long-term
childhood cancer survivors: A report from the St. Jude Lifetime Cohort and the Childhood Cancer
Survivor Study. Lancet Oncol. 2023 Oct;24(10):1147-1156. PMID: 37797633. Role: Senior &
Corresponding author

5. Guida J, Hyun G, Belsky DW, Armstrong GT, Ehrhardt MJ, Hudson MM, Green PA, Robison LL,
Streck BP, Tonorezos ES, Yasui Y, Wilson CL, Wang Z, Ness KK. Associations of seven measures
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of biological age acceleration with frailty and all-cause mortality among adult survivors of childhood
cancer in the St. Jude Lifetime Cohort. Nat Cancer. 2023 Aug 17. Role: Co-Senior author

4, Professional Career

Research Associate 07/1992-06/1997
The Shanghai Institute of Plant Physiology

Chinese Academy of Sciences

Shanghai, China

Senior Software Developer 09/2000-12/2005
JDA Software Inc.

Rockville, MD

Senior Bioinformatics Analyst 12/2005-10/2010

Cancer Genomics Research Laboratory
Division of Cancer Genetics and Epidemiology
National Cancer Institute

Gaithersburg, MD

Group Leader, Bioinformatics 10/2010-08/2015
Cancer Genomics Research Laboratory

Division of Cancer Genetics and Epidemiology

National Cancer Institute

Gaithersburg, MD

Bioinformatics Scientist, SJILIFE Genomics Lead 08/2015-09/2018
Department of Computational Biology

Associate Member (Primary appointment) 09/2018-09/2024
Department of Epidemiology and Cancer Control (Primary)
Department of Computational Biology (Secondary)

Full Member 09/2024-Present
Department of Epidemiology and Cancer Control (Primary)
Department of Computational Biology (Secondary)

5. Professional Memberships
American Society of Human Genetics (ASHG) 2005-Present
Rockville, MD
International Society of Genetic Epidemiology (IGES) 2008-2014
American Association for Cancer Research (AACR) 2010-Present

Philadelphia, PA

6. Editorial Board Appointments

Academic Editor 2013-Present
BioMed Research International
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Academic Editor 2013-Present
Advances in Medicine

Guest Editor, Special Issue: DNA Damage and Repair in Human Diseases 2021-2022
Journal of Translational Genetics and Genomics

Topical Advisory Panel Member for Pediatric Oncology 2022-Present
Cancers

Guest Editor, Special Issue: Genetic Risks for Pediatric Cancers and Cancer- 2023-Present
related Outcomes

Genes

Grant Review/Study Activities

NCTRI Study Section July 2020
ZHD1 DSR-M 55 1

National Centers for Translational Research in Reproduction and Infertility

(NCTRI)

NCI Study Section August 2020
PAR-18-767: Comprehensive Partnerships to Advance Cancer Health Equity
National Cancer Institutes (NCI) and University of Alabama at Birmingham (UAB)

NCI Study Section June 2022
PAR-20-305: Specialized Programs of Research Excellence (SPORE)
National Cancer Institutes (NCI)

Peer Review Committee: Cancer Detection and Progression (CDP) June 2023
American Cancer Society (ACS)

Ad Hoc Reviewer: Biomarkers Project August 2023
Dutch Cancer Society

NIH Study Section November 2023
The Aging, Injury, Musculoskeletal, and Rheumatologic Disorders (AIMR)

Peer Review Committee Standing Member: Cell Biology and Preclinical Cancer January 2024 -
Research Program, Cancer Detection and Progression (CDP) December 2026
American Cancer Society (ACS)

NIH Study Section March 2024
The Aging, Injury, Musculoskeletal, and Rheumatologic Disorders (AIMR)

NIH Study Section July 2024
The Aging, Injury, Musculoskeletal, and Rheumatologic Disorders (AIMR)
Honors and Awards

Special Achievement Award 2007
Division of Cancer Epidemiology and Genetics (DCEG)

1.24.2025



National Cancer Institute (NCI)

Special Appreciation Team Award 2007
Division of Cancer Epidemiology and Genetics (DCEG)
National Cancer Institute (NCI)

Outstanding Achievement Award 2009
Division of Cancer Epidemiology and Genetics (DCEG)
National Cancer Institute (NCI)

Visiting Professor Award 2013
School of Public Health
Nanjing Medical University

Distinguished Visiting Professor Award 2016
Center for Prostate Disease Research

Uniformed Services University of the Health Sciences

United States Department of Defense (DOD)

0. Institutional and Committee Assignments

Member 04/2018-Present
St. Jude Cloud SJLIFE and CCSS Data Access Committee
St. Jude Children’s Research Hospital

Member 08/2023-Present

Biorepository Oversight Committee
St. Jude Children’s Research Hospital

10. Professional Administrative Services

Ad Hoc Reviewer 2012-Present
British Journal of Cancer (Br J Cancer)

Ad Hoc Reviewer 2012-Present
BMC Cancer

Ad Hoc Reviewer 2012-Present
Cancer Epidemiology, Biomarkers and Prevention (Cancer Epidemiol Biomarkers

Prev)

Ad Hoc Reviewer 2012-Present
Carcinogenesis

Ad Hoc Reviewer 2012-Present
Clinical Cancer Research (Clin Cancer Res)

Ad Hoc Reviewer 2012-Present
EBioMedicine

Ad Hoc Reviewer 2012-Present

Genome Biology (Genome Biol)

1.24.2025



Ad Hoc Reviewer
Human Mutation (Hum Mutat)

Ad Hoc Reviewer
Human Molecular Genetics (Hum Mol Genet)

Ad Hoc Reviewer
Journal of Translational Medicine (J Transl Med)

Ad Hoc Reviewer
Lung Cancer

Ad Hoc Reviewer
Oncogene

Ad Hoc Reviewer
PLoS one (PLoS One)

Ad Hoc Reviewer
Scientific Reports (Sci Rep)

Ad Hoc Reviewer
Oncotarget

Co-Chair, Speaker
13" Internal Congress of Human Genetics
Kyoto, Japan

Ad Hoc Reviewer
Journal of Clinical Oncology (J Clin Oncol)

Ad Hoc Reviewer
Nature Communications (Nat Commun)

Ad Hoc Reviewer
Immunologic Research (Immunol Res)

Ad Hoc Reviewer
Nature Genetics (Nat Genet)

Ad Hoc Reviewer
Genome Medicine (Genome Med)

Session Chair

Session 23: Pediatric Oncology

International Congress of Cancer & Clinical Oncology
Republic of Singapore

Ad Hoc Reviewer
International Journal of Cancer (Int J Cancer)

Ad Hoc Reviewer
Blood Advances (Blood Adv)

2012-Present

2012-Present

2012-Present

2012-Present

2012-Present

2012-Present

2012-Present

2015

2016

2018-Present

2018-Present

2018-Present

2018-Present

2018-Present

December 2019

2021-Present

2021-Present
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Investigator 2021-Present
Trans-Omics for Precision Medicine (TOPMed) Program
National Heart, Lung, and Blood Institute

Member 2022-Present
Aging and Cancer Task Force
American Association of Cancer Research (AACR)

Member 2022-Present
Testicular Cancer Consortium (TECAC)
Perelman School of Medicine, University of Pennsylvania

Ad Hoc Reviewer 2022-Present
Pediatric Blood and Cancer (Pediatr Blood Cancer)

Platform Session Chair October 2022
Influence of germline variants on somatic genomic features in cancer risk and

progression

American Society of Human Genetics (ASHG) Annual Meeting

Member & Reviewer 2022
Population Sciences Section, Population Sciences Subcommittee

2023 Annual Meeting Program Committee

American Association for Cancer Research (AACR)

Ad Hoc Reviewer 2023-Present
Bioinformatics

Ad Hoc Reviewer 2024-Present
Blood Cancer Journal (Blood Cancer J)
11. Formal Education and Teaching Activities

University Teaching

Computational Biology mini-course 2019-2021
Role: Instructor

St. Jude Graduate School of Biomedical Sciences

Memphis, Tennessee

Faculty

Qian Li, PhD 2021-Present
Assistant Member

Role: Mentoring Committee Member

Biostatistics Department

St. Jude Children’s Research Hospital

Memphis, Tennessee

Kendrick Li, PhD 2023-Present

Assistant Member
Role: Mentoring Committee Member
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Biostatistics Department
St. Jude Children’s Research Hospital
Memphis, Tennessee

Graduate and Post-Doctoral Students, Fellows

Nan Song, PhD, BPharm 2019-2021
Post-Doctoral Research Associate

Role: Mentor

Current Position: Assistant Professor, Department of Pharmacy

Chungbuk National University

Cheongju, South Korea

Na Qin, MD 2019-2020
PhD Candidate, Nanjing Medical University

Role: Mentor

Current Position: Associate Professor, Department of Epidemiology

Nanjing Medical University

Nanjing, China

Qian Dong, PhD 2020-2022
Post-Doctoral Research Associate

Role: Mentor

Current Position: Lead Biostatistician

Department of Epidemiology and Cancer Control

St. Jude Children’s Research Hospital

Memphis, Tennessee

Zhenghong Li, PhD 2020-2021
PhD Candidate, Department of Mathematic Sciences, University of Memphis

Role: Co-Mentor

Current Position: Principal Statistician

GSK Pharmaceutical Manufacturing

Upper Providence, PA

Noel-Marie Plonski, PhD 2022-Present
Post-Doctoral Research Associate

Role: Mentor

Department of Epidemiology and Cancer Control

St. Jude Children’s Research Hospital

Memphis, Tennessee

Halil Toy, PhD 2022-2023
Post-Doctoral Research Associate

Role: Mentor

Department of Epidemiology and Cancer Control

St. Jude Children’s Research Hospital

Memphis, Tennessee

Cheng Chen 2022-2024
PhD Candidate, Stipend Student

Role: Mentor

Shanghai Jiaotong University

Shanghai, China
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Tiffany Eulalio, PhD

Post-Doctoral Research Associate 2024-Present
Role: Mentor

Department of Epidemiology and Cancer Control

St. Jude Children’s Research Hospital

Memphis, Tennessee

Yooniji Kim, PhD 2024-Present
Post-Doctoral Research Associate

Role: Mentor

Department of Epidemiology and Cancer Control

St. Jude Children’s Research Hospital

Memphis, Tennessee

12. Grant Awards
A. Active Grants

U01 CA195547, NCI Hudson/Ness (MPI) 07/2015-06/2025

St. Jude Lifetime Cohort (SJLIFE)

Expand eligibility to make the SJLIFE cohort a medically assessed cohort of 5-year survivors,
undertake uniform medical assessments in all cohort participants, develop innovative
methodologies to maintain the SJLIFE cohort, establish a resource for future innovative
intervention-based research.

Status of support: Active

Role: Co-Investigator

Total award amount: $6,169,879

Percentage of effort: 2.5% calendar year

DT2020-014, V-Foundation Wang/Huang (MPI) 01/2021-01/2025
Thrivership

Social Epigenetic Pathways Towards Health Disparities in Adult Survivors of Childhood Cancer

To characterize health disparities among adult survivors of childhood cancer using measures of SES
including educational attainment, household/personal income, and area SES deprivation; To
examine genome-wide associations of methylation at each CpG site with SES-related factors and
evaluate the functional implication of SES-associated CpG on regulation of gene expression; To
examine how methylation mediates the effect of SES factors on the risk of developing CHC among
adult survivors of childhood cancer.

Status of support: Active

Role: PI

Total award amount: $600,000

Percentage of effort: 25% calendar year

R01 CA283333, NCI Wang/Im (MPI) 05/2024 - 04/2029

Genetic Pleiotropy Across Pediatric Cancers, and Cancer-Related Outcomes

Identify pleiotropic common low-penetrant susceptibility alleles and pleiotropic predisposition
genes harboring rare highly-penetrant variants across pediatric cancers. Assess the contributions
of genetic pleiotropy to risks for developing specific pediatric cancers using PRS, genetic
correlation and shared heritability estimation. Evaluate how pleiotropic pediatric cancer genetic
susceptibility informs risks for primary cancer and cancer-related outcomes (including relapse,
subsequent malignancies, and mortality).

Status of support: Active
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Role: PI
Total award amount: $4,037,006
Percentage of effort: 22.5% calendar year

R01 CA290112, NCI Wang (PI) 05/2024-04/2029
Genomics-based Mechanistic Investigation of Cancer-treatment Related Cardiotoxicity among
Survivors of Childhood Cancer

Evaluate and validate genetic factors (specifically, pathogenic and likely pathogenic germline
variants in genes of DNA repair, immune response, and drug metabolism) for cardiometabolic risk.
Evaluate and validate epigenetic factors (specifically, DNA methylation) as mediators of the
association between cancer treatment exposures or health behaviors and cardiometabolic risk.
Evaluate and validate aging biomarkers (clonal hematopoiesis, leukocyte telomere length, and
epigenetic age) as cardiometabolic risk predictors independent of genetic and epigenetic factors.
Status of support: Active

Role: PI

Award amount; $3,784,061

Percentage of effort: 25% calendar year

R0O1 CA279520, NCI Wang (PI) 05/2024-04/2029
Trajectories of Epigenetic Aging and Health Outcomes in Childhood Cancer Survivors

To examine the effect of health behaviors and SDOH factors on the rate of change in EAA among
survivors of childhood cancer. To evaluate the association between the rate of change in EAA and
subsequent long-term outcomes including prevalence/severity/cumulative burden of CHCs and
mortality among survivors of childhood cancer. To determine the impact of behavioral
interventions for physical fitness and sleep quality on the changes in EAA.

Status of Support: Active

Role: PI

Total award amount: $4,390,324

Percentage of effort: 25% calendar year

T32 CA225590, NCI Krull (PI) 07/2024-08/2028

Training in Pediatric Cancer Survivorship Outcomes and Interventions

To develop the next generation of scientific leaders with the interdisciplinary skills and knowledge
that is necessary to become world-class competitive scientists in the area of pediatric cancer
survivorship.

Status of Support: Active

Role: Participating Faculty Member

Total award amount: $1,501,912

B. Pending Grants

RO1, NCI HUANG/XU (MPI) 07/2025 - 06/2030

Influence of Environmental Exposures on Long-Term Health Outcomes Amidst Climate Change in
Childhood Cancer Survivors (E2C2)

To assess individual and synergistic effects of PM2.5, O3 and temperature extremes on mortality
and CHC progression (onset or worsening) in clinically assessed 5-year childhood cancer
survivors. To assess the mediation of DNA methylation and symptom burden in the relationship
between PM2.5, O3 and temperature extremes and their effects on mortality and CHC progression
in childhood cancer survivors. To identify the individual- and neighborhood-level factors that
modify the effects of exposures to PM2.5, O3 and temperature extremes on mortality and CHC
progression in childhood cancer survivors.

Status of support: Pending

Role: Co-Investigator
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Total award amount: $2,925,850
Percentage of effort: 5% calendar months

U01 CA301480, NCI Hudson/Ness (MPI) 07/2025-06/2030

The St. Jude Lifetime Cohort Study

Perform deeper phenotyping of SJLIFE patrticipants with established CHCs elucidate mechanisms
contributing to pathophysiology of disease progression and identify novel targets for future
interventions. Perform deeper phenotyping of SILIFE participants at risk of CHCs to facilitate early
detection of pathophysiologic targets appropriate for remediation. Enhance characterization of
longitudinal social determinants of health to examine how living conditions and structural inequality
interact with personal social integrations to influence progression of CHC and contribute to health
disparities.

Status of support: Pending

Role: Co-Investigator

Total award amount: $6,329,583

Percentage of effort: 2.5% calendar year

K99, WashU Lan (PI) 09/2025-08/2030

Diet Quality During Chemotherapy and Biological Aging in Breast Cancer Survivors

Examine the association between diet quality and biological aging acceleration in adult survivors
of childhood cancer in the SJLIFE. Assess the rate of changes in biological aging during and after
chemotherapy in breast cancer survivors. Explore whether diet quality during chemotherapy is
associated with the rate of changes in biological aging from before to during and after
chemotherapy in breast cancer survivors.

Status of support: In preparation

Role: Co-Mentor

Total award: $997,000

P30 CA021765, NCI Wang/Ni (PI) 03/2025-02/2026
Defining Metabolic Signatures of Accelerated Aging and Increased Chronic Health Risks in
Childhood Cancer Survivors - St. Jude Cancer Center Supplement

Identify age-related metabolic properties in childhood cancer survivors. Determine metabolic
signatures to assess metabolomic age, evaluate its genetic and epigenetic risk factors, and
association between metabolic age acceleration and the risk of CHCs.

Status of support: In preparation [can change to pending 12/01/2024]

Role:PlI

Total award amount $100,000

U0l NIH Zhou/Zhang/Yasui 07/2025-06/2028

Tracking Progression of Adverse Outcomes on the Childhood Cancer Survivorship Portal (ITCR)
Architectural redesign to enable longitudinal and geographical data sharing, visualization, and
analysis. Establishing a comprehensive and up-to-date resource for germline pathogenic and likely
pathogenic (P/LP) variants in the context of disease relevance and biological pathways.
Developing an infrastructure for exploring therapy-related clonal hematopoiesis (CH) and
differential methylation (DM) in bulk and single-cell samples.

Status of support: Pending

Role: Co-Investigator

Total award amount: TBA

11
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Effort: TBA

RO1, NCI Huang/Xi/Park 12/2025-11/2030

Food Environment and Climate Change Effects on Health Outcomes in Childhood Cancer
Survivors. To evaluate the individual and combined effects of inequitable food environments and
climate-related stressors on mortality and CHC progression in clinically assessed 5-year childhood
cancer survivors. To investigate the mediating effects of dietary quality, DNA methylation, and
psychological distress in relationships between food environment inequities, climate-related
environmental stressors, and their effects on mortality and CHC progression in survivors. To
identify individual- and neighborhood-level factors that modify the effects of exposure to
inequitable food environments and climate-related stressors on mortality and CHC progression in
survivors.

Status of Support: In preparation

Role: Co-Investigator

Total Award amount: TBA

Effort: 5% per calendar year ( tentative)

C. Completed Grants

OT3 TR002026, NCATS Zhang (PI) 09/2016-08/2018

Biomedical Data Translator Technical Feasibility Assessment and Architecture Design
DeepTranslate, a novel approach for cross-translation among heterogeneous types of biomedical
data, will be developed for discovery of new biological concepts and relations using the
Providence HealthCare Cohort and the St. Jude Life Cohort as the two demonstration projects.
Status of support: Complete

Role: Co-Investigator

Total award amount: $43,763

Percentage of effort: 5% calendar year

R0O1 CA215405, NCI Krull/Mandrell (MPI) 01/2020-07/2023

Sleep Apnea in Survivors of Childhood Cancer Treated with Thoracic Radiation (APNEA)

To compare the frequency of OSA in adult survivors of childhood cancer treated with thoracic
radiation compared to community controls matched on age, gender, race and body mass index. To
identify specific therapeutic factors associated with OSA in adult survivors of childhood cancer
treated with thoracic radiation. To identify biomarkers of OSA in adult survivors of childhood cancer
treated with thoracic radiation. To examine associations between OSA and cardiac morbidity and
brain integrity in the adult survivors.

Status of support: Complete

Role: Co-Investigator

Total award amount: $3,464,380

Percentage of effort: 5% calendar year

U01 CA195547, NCI Hudson/Ness (MPI) 07/2021-06/2023
Epigenetic Age Acceleration Among Adolescent Survivors of Childhood Cancer - SJLIFE
Supplement

Augment existing methylation data to allow for more complete (earlier) examination of the
trajectory of aging among adolescent survivors of childhood cancer. Evaluate prospective
contributions of EAA to the risk of early onset chronic diseases among adolescent survivors of
childhood cancer.

12
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Status of support: Complete

Role: Co-Investigator

Total award amount: $149,703
Percentage of effort: 10% calendar year

U01 CA195547-07S1, NCI Hudson/Krull (MPI) 07/2021-06/2023

Brain Age in Adult Survivors of Childhood Leukemia and CNS Tumor - SJLIFE Supplement

To evaluate brain age in adult survivors of childhood leukemia and CNS tumor compared to
controls. To identify demographic and clinical/treatment factors associated with accelerated brain
age in survivors. To examine associations between accelerated brain age with neurocognitive
impairment, chronic health conditions and aging biomarkers in the adult survivors.

Status of support: Complete

Role: Co-Investigator

Total award amount: $448,748

Percentage of effort: 10% calendar year

P30 CA021765 Wang/Chen (MPI) 07/2022-06/2024

Single Cell Genomics and Accelerated Cellular Aging Among Long-Term Survivors of Cancer - St.
Jude Cancer Center Developmental Funds Award

To evaluate EA, clonal hematopoiesis (CH), and the link between these two at single-cell
resolution, identify transcriptional signatures of EA and CH mutation, and assess the variabilities
of EA and CH within and across major leukocyte subtypes among aging adult survivors of
childhood cancer. To evaluate the cell type-specific rates of biological aging based on EA and CH
measures at two time points and correlate the cell type-specific rates of biological aging with
incident chronic health conditions (CHCs).

Status of support: Complete

Role: PI

Total award amount: $174,000

R21 CA261833, NCI Im/Yuan (PI) 09/2022-08/2024
Treatment-Specific Genetic Risk Scores for Late Effects Prediction in Childhood, Adolescent, and
Young Adult Cancer Survivors

Create a reference TX-G Effects Catalog for a range of cardiovascular phenotypes and diseases
among childhood cancer survivors. Develop a novel approach to construct survivor-enhanced
PRS for cardiovascular phenotypes that combines general population genetic effect estimates and
TX-G effects, and evaluate its prediction performance in independent test cohorts.

Status of Support: Complete

Role: Co-Investigator

Total award amount: $256,537

Percentage of effort: 1% calendar year

P30 CA021765, NCI Bagga/Wang (MPI) 07/2023-06/2024

Imaging Skeletal Muscle Mitochondrial OXPHOS Activity in Acute Lymphoblastic Leukemia
survivors: A pilot study - St. Jude Cancer Center Developmental Funds Award

To compare muscle mtOXPHOS activity and satellite cell content among ALL survivors and
controls. To evaluate the association between muscle mtOXPHOS, muscle satellite cell content
and physical performance in ALL survivors.

Status of Support: Complete

Role: MPI

Total award amount: $90,000

13. Publication Record
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A. Peer Reviewed Publications

Original Research Articles

1.

Yeager M, Orr N, Hayes RB, Jacobs KB, Kraft P, Wacholder S, Minichiello MJ, Fearnhead P,
Yu K, Chatterjee N, Wang Z, Welch R, Staats BJ, Calle EE, Feigelson HS, Thun MJ,
Rodriguez C, Albanes D, Virtamo J, Weinstein S, Schumacher FR, Giovannucci E, Willett WC,
Cancel-Tassin G, Cussenot O, Valeri A, Andriole GL, Gelmann EP, Tucker M, Gerhard DS,
Fraumeni JF Jr, Hoover R, Hunter DJ, Chanock SJ, Thomas G. Genome-wide association
study of prostate cancer identifies a second risk locus at 8g24. Nat Genet. 2007
May;39(5):645-649. PMID: 17401363.

Hunter DJ, Kraft P, Jacobs KB, Cox DG, Yeager M, Hankinson SE, Wacholder S, Wang Z,
Welch R, Hutchinson A, Wang J, Yu K, Chatterjee N, Orr N, Willett WC, Colditz GA, Ziegler
RG, Berg CD, Buys SS, McCarty CA, Feigelson HS, Calle EE, Thun MJ, Hayes RB, Tucker
M, Gerhard DS, Fraumeni JF Jr, Hoover RN, Thomas G, Chanock SJ. A genome-wide
association study identifies alleles in FGFR2 associated with risk of sporadic postmenopausal
breast cancer. Nat Genet. 2007 Jul;39(7):870-874. PMID: 17529973.

Thomas G, Jacobs KB, Yeager M, Kraft P, Wacholder S, Orr N, Yu K, Chatterjee N, Welch R,
Hutchinson A, Crenshaw A, Cancel-Tassin G, Staats BJ, Wang Z, Gonzalez-Bosquet J, Fang
J, Deng X, Berndt SI, Calle EE, Feigelson HS, Thun MJ, Rodriguez C, Albanes D, Virtamo J,
Weinstein S, Schumacher FR, Giovannucci E, Willett WC, Cussenot O, Valeri A, Andriole GL,
Crawford ED, Tucker M, Gerhard DS, Fraumeni JF Jr, Hoover R, Hayes RB, Hunter DJ,
Chanock SJ. Multiple loci identified in a genome-wide association study of prostate cancer.
Nat Genet. 2008 Mar;40(3):310-315. PMID: 18264096.

Yu K, Wang Z, Li Q, Wacholder S, Hunter DJ, Hoover RN, Chanock S, Thomas G. Population
substructure and control selection in genome-wide association studies. PLoS One. 2008 Jul
2;3(7):e2551. PMID: 18596976.

Thomas G, Jacobs KB, Kraft P, Yeager M, Wacholder S, Cox DG, Hankinson SE, Hutchinson
A, Wang Z, Yu K, Chatterjee N, Garcia-Closas M, Gonzalez-Bosquet J, Prokunina-Olsson L,
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